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[ Abstract] Objective To detect the hepatocyte growth factor (hHGF) ex-
pression and screen the differentially expressed genes in 102 cells transfected by hH-
GF. Methods pcDNA3.1( - )-hHGF expressive vector were constructed and con-
firmed by restriction enzyme digestion and DNA sequencing. The expression of hHGF
protein in 102 cell line was tested by Western blot. mRNA of 102 cells transfected by
pcDNA3.1( - )-hHGF and pcDNA3.1( — ) were isolated and reverse transcripted to
cDNA. Differentially expressed genes were analyzed by ¢cDNA microarray technique.
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Results The expressive vector pcDNA3. 1 ( — )-hHGF were constructed and con-
firmed by restriction enzyme digestion and DNA sequencing. hHGF protein expression
were confirmed by Western blot. High quality mRNA and ¢cDNA were prepared from
102 cells tranfcected by pcDNA3. 1( — ) and pcDNA3. 1( — )-hHGF, respectively.
Successful microarray screening were conducted. From the scanning results, 404 genes
were up-regulated (including 9 zinc finger genes) and 145 were down-regulated genes
in 102 cell line transfected by hHGF. Conclusions ¢DNA microarray technology was
successfully used to screen the genes differentially expressed in 102 cell line transfect-
ed by hHGF, which brought some new clues for the regulation mechanism study on
hHGF in liver cells.
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Fe GenBank %5 it EH Cy5/Cy3
1 NM_007222.2 Homo sapiens zinc fingers and homeoboxes 1 2.01
2 NM_006526. 2 Homo sapiens zinc finger protein 217 2.16
3 NM_014345.1 Homo sapiens zinc finger protein 318 2.06
4 NM_014153.2 Homo sapiens zinc finger CCCH type domain containing 7 2.94
5 NM_016107.3 Homo sapiens zinc finger RNA binding protein 2.57
6 NM_053023.2 Homo sapiens zinc finger protein 91 2.28
7 NM_024772.2 Homo sapiens zinc finger, MYM domain containing 1 2.94
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