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[ Abstract] Objective To study the relationships between subcellular locali-
zation of HBcAg in hepatocytes and markers of HBV replication in serum in patients
with chronic hepatitis B. Methods All of 958 CHB patients were divided into 4
groups according to the HBcAg subcellular location in hepatocytes. Data of HBeAg
positive rates and HBV DNA levels were compared, respectively. Results Significant
differences of HBeAg positive rates and HBV viral load were determined among 4
groups (x* =364.01 and 417.41, P <0.001). Higher HBeAg positive rate and HBV
DNA level were detected in the groups which HBcAg distributed in nucleus or both nu-
cleus and cytoplasm while the lowest in the group of negative HBcAg. The group which
HBcAg distributed in cytoplasm lies between the above groups. Conclusions The
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subcellular localization of HBcAg in hepatocytes may associate with the markers of
HBV replication in serum. With HBcAg shifting from nucleus to cytoplasm and finally
being deleted, the HBeAg positive rates and HBV DNA levels decreased gradually.
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