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[ Abstract]  Objective To clone, express and purify the gene encoding lysophospholipase of
penicillium marneffei ( PMLysoPLs) for establishing a solid foundation and to investigate its functions in
pathogenesis. Methods The homologous sequence and full-length coding region of PMLysoPLs gene were
identified from the full-length ¢cDNA library of P. marneffei in yeast phase by bioinformatics tools. Then, the
coding region sequence of PMLysoPLs gene was amplified to construct the prokaryotic expression plasmid of
pET 30a ( + )-PMLysoPLs. The PCR products were verified by sequencing and expressed in E. coli
BL-21/DE3 induced by isopropy-B-D-thiogalactoside (IPTG). The recombinant products were purified by
Nickel-affinity chromatography column. Results The gene was 991 bp and its full-length gene encoding
lysophospholipase was presumed to be 732 bp encoding 243 amino acids with theoretical molecular weight
being 26. 8 kDa. The recombinant expression vector was proved to be concordant with the theoretical
presumption by sequencing and endonuclease cleavage. Induced by IPTG, this gene was highly and
efficiently expressed in lysate supernatants in E. coli BL-21/DE3. The purity of the purified recombinant
protein was over 95% . Conclusions The prokaryotic recombinant plasmid pET 30a ( + )-PMLysoPLs was
successfully established. Moreover, the dissoluble recombinant protein was highly expressed and appropriate
for further study on the function of PMLysoPLs.
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