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[ Abstract]  Objective To investigate B-lactam resistance gene of Klebsiella pneumoniae with
decreased sensitivity to carbapenem antibiotics which can guide the rational use of antibiotics. Methods
Total of 6 strains of Klebsiella pneumoniae with decreased sensitivity to carbapenem antibiotics were isolated
from our hospital, and drug resistance situation was detected by E-test. B-lactam resistance gene of Klebsiella
pneumoniae with decreased sensitivity of carbapenem antibiotics were detected by specific PCR amplification
and sequence analysis. Results DHA-1 gene, CTX-M-1 gene and KPC-2 gene were detected in strains
Kpl, Kp2, Kp3, Kp4, Kp5 and Kp6 by PCR and DNA sequence analysis. Strain Kpl contained gene
SHV-12. Strains Kp2 and Kp3 contained gene SHV-11. Strain Kp4 contained gene CMY-2 and gene
SHV-12. Sirains Kp5 and Kp6 contained gene SHV-2. All of the 6 strains were resistant to ertapenem,
meropenem, cefotaxime, ceftazidime, cefepime and cefoxitin. Only one of the 6 strains was intermediated to
imipenem and the others were resistant to imipenem. Two strains were sensitive to aztreonam while the others
were resistant. Three strains were resistant to piperacillin/tazobactam, while one strain was intermediated
and 2 strains were sensitive. Four strains were sensitive to levofloxacin and 2 were resistant. Three strains
were sensitive to amikacin and gentamicin while 3 strains were resistant. Conclusions  Klebsiella
pneumoniae with decreased sensitivity to carbapenem antibiotics isolated from our hospital carried a variety of
B-lactam resistance gene. There are many differences between resistances to common antibiotics. Clinical
use of antibiotics should be based on susceptibility results, in order to avoid treatment failure.
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SHV-F GGTTATGCGTTATATTCGCC 867 55
SHV-R TTAGCGTTGCCAGTGCTC
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