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[ Abstract)
in Nanjing. Methods
for their genotypes by HCV gene chip. Results There were 9 different HCV subtypes in the 218 samples,
including genotypes 1b, 2a, 3a, 3b, 6 (with the rates of 8. 72% ,2. 29% , 5. 50% and 1. 83% ,
respectively) , 1b +6, 1b +2a, 1b +3b, 2a +3a and 1b was the main genotype (77.06% ). Conclusions

Objective To investigate the distribution status of hepatitis C virus (HCV) genotypes
Total of 218 cases with serologic anti-HCV and HCV RNA positive were determined

HCV 1b is the predominant genotype patients with HCV infection in Nanjing, and the proportions of
genotypes 2a, 3a, 3b, and 6 were 8.72% ,2.29% , 5.50% and 1.83% , indicating the diversity of HCV

genotype in Nanjing.
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