- 400 - A SEIG I PRSP (HL RR) 2012 4F 10 ] 4756 45 %5 5 #A Chin J Fxp Clin Infect Dis (Electronic Fdition) ,October 2012, Vol 6, No.5

i 235 A% o K6 3 A0 J] I B A% A e
TURL I 2= 2 A 1Y) 3R 3k Al PR T X
SGRL kiEER IRE ETHE OFE SR E5HK

(A=E] B8 @i AR 2 (GNLY ) mRNA &4 (952 985 it RT-PCR 197535, Il
SE M2 R0 B AN 2R AZ AT (PBMC) Hh GNLY A9 JE DR 6 1K /K-, #4635 GNLY 35 [K 7 il 5 4% 9
B PBMC Rk L HIRIRE Lo ik W HE R FOR pGEM-T/GNLY A i B AR AR 1752 i)
POLE B RT-PCR ME WA [ 122 FMiE5 8 BOAR A, Herbole B R E5 A% 3 BOFF T PR 62 9] (TR
FHAL) RGBT IR B % 60 1) (TR T 2H ) B 40 {7 fit FREXS B2 (X R 2) A1 J i o GNLY mRNA
(8 i, I B FHALPLES R TR GNLY RN RIAKP- 1928 k. Z5R  flighi#% 8 PBMC GNLY
PRI RZRTXHRAL(P < 0.01) iy AT E P41 PBMC GNLY 2 M 3 18 7K - 8 2 1% T 58 9]
(P < 0.05) ;35775 B FHZH PBMC GNLY JE R BACFHIRIFRT & TH (P <0.05) . 48 &
WFFERIIAE S, 1A I GNLY JEPRRIA 7 B PO E B RT-PCR J5ik , GNLY JE[A KK - nl 4 Ay i
BERZIRTT T ROULGE B T 0T 0 — A 9 S 6 2 8 A o

(KER] ORI R G902, Il 300 SR SR Tl S

Expression and clinical significance of granulysin in peripheral blood mononuclear cells of patients
with pulmonary tuberculosis MIAO Jia-wen , ZHANG Hai-yan, WANG Jie-ting, WANG Xue-mei, SU
Qin, PAN Hong-qiu, LI Fang-qiu. Center of Clinical Laboratory, The Third Hospital of Zhenjiang,
Zhenjiang 212005, China
Corresponding author: MIAO Jia-wen, Email ; eloveyou@ 163. com

[ Abstract] Objective To establish a real-time quantitative reverse transcription polymerase chain
reaction ( RT-PCR) for detecting the expression of granulysin (GNLY') gene in peripheral blood mononuclear
cells (PBMC) and explore the relationship between GNLY mRNA expression and pulmonary tuberculosis.
Methods  Real-time quantitative detection based on fluorescent TagMan method was established. In this
method, a constructed cloning vector pGEM-T/GNLY was taken as a standard plasmid. The GNLY gene
expression levels in 122 patients with tuberculosis, including 62 patients with pulmonary tuberculosis of
smear-positive, 60 of smear-negative and 40 healthy controls were detected by real-time RT-PCR. The
expression changes of GNLY gene before and after treatment were also analyzed. Results The expression of
GNLY gene in smear-positive tuberculosis group and smear-negative tuberculosis group were significantly
lower than that in control group (P < 0.01) and the mean level of GNLY mRNA in pulmonary tuberculosis
of smear-positive group was significantly higher than that in smear-negative group (P < 0. 05), the
expression of GNLY gene in smear-positive patients was significantly higher after treatment than before
treatment (P < 0.05). Conclusions Tt is an easy and reliable test to detect the expression level of GNLY
mRNA by real-time fluorescence quantitative RT-PCR and the preliminary experimental result shows that the
detection of GNLY gene expression levels is meaningful for treatment guidance and evaluating prognosis of
pulmonary tuberculosis.
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