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[ Abstract)
Staphylococcus resistance to linezolid. Methods

Objective  To discuss the mechanisms of acquired resistance of coagulase negative
One strain of coagulase negative Staphylococcus isolated
from blood of a patient treated by roxithromycin but not linezolid (LZD ). The isolate was screened for
mutations in V conserved domain of 23S rRNA in comparison with S. epidermidis RP62A ( Accession No:
CR000029) in GenBank. Results The isolate was resistant to linezolid ( MIC =256 mg/L). It is also
resistant to chloramphenicol, erythromycin and clindamycin, but sensitive to streptogramins A. In the
resistant isolate, V domain sequencing of six 23S rRNA operons revealed C2390T, G2431C, G2436A and
C2453T mutation compared with S. epidermidis RP62A ( Accession No. CR000029). Conclusions Four
new mutations were described in a clinical linezolid-resistant coagulase negative Staphylococcus which was
also resistant to chloramphenicol, erythromycin and clindamycin, but sensitive to streptogramins A. Attention
should be paid to the fact that the strain might also be selected under treatment with roxithromycin, and this
could be due to co-selection, might multiply the risk of development of linezolid-resistant strains.
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