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[ Abstract]  Objective To evaluate the diagnostic value of two commercial kits in identifying
Mycobacterium tuberculosis (MTB) and Nontuberculous mycobacterium (NTM) infection, and to compare the
clinical characteristics of the two types of infections. Methods The MTB isolates from 51 clinical samples
were identified by Diagnostic Kit for MTB ( Colloidal Gold) and Seeplex® MTB NTM ACE Detection Kit
(Multiplex PCR). 16S rDNA PCR assay was applied to compare the diagnostic value of the two methods.
The similarity and differences of the clinical characteristics of the two types of infections were compared,
retrospectively. Results The sensitivities of Colloidal Gold method and Seeplex® Multiplex PCR method
were 56.3% (9/16) and 81.3% (13/16) , respectively, while the specificities were 97. 1% (34/35) and
100% (35/35) , respectively. Among the 51 isolates, 16S rDNA direct sequencing demonstrated that 16 of
them were NTM, most of which were from cultures of skin samples and sputum, with the majority of M.
chelonei/M. abscessus and M. marinum were 50. 0% (8/16) and 25. 0% (4/16), respectively.
Conclusions The specificities of the two kits are both high, while the sensitivity of Multiplex PCR method
is significantly higher, which is more suitable for clinical practice to distinguish MTB and NTM infection.
Furthermore, 16S rDNA direct sequencing could effectively identify Mycobacteria to species level, which
could be helpful for the clinical diagnosis on distinguishing MTB infection.
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