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[ Abstract]

Objective  To construct series of reporter plasmids with truncated NS2TP gene

promoter. Methods Fragments of NS2TP gene promoter was amplified by PCR and cloned into pGL4.10-
Basic. Then the luciferase reporter vectors of NS2TP gene was constructed. Dual luciferase assays were
performed with lysates of HepG2 cells transfected with NS2TP gene promoter reporter plasmids. Results
Series of luciferase reporter plasmids with truncated NS2TP gene promoter were successfully constructed and
named N1, N2, N3 and N4, respectively. N3 as the minimal promoter was determined. Conclusions  Series
of luciferase reporter plasmids with truncated NS2TP gene promoter were successfully constructed and

their promoter activity were verified. These plasmids provide necessary experimental materials for further

investigation of regulation of NS2TP gene.
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