) 2013410 55745 %553 Chin J Exp Clin Infect Dis (Electronic Edition), October 2013, Vol. 7, No. 5 - 633 -

- FRAHR -

O-WEFLFEFLNE . Glt25D25 Z A i 7 (I 2

KEH W37 5%

WL £5 ik wikz RIEE ORE R

[HHE]

B ERTHAAT 5T 45 AR R GI25D2 5 HBY A& [ K& 1 (LHBs) EARSMHE HAEH

At FUF#IGI25D2/2 7 5 HBV LHBs Ml AHG . F33k  SRAIBOGIL R 72 HGlt25D2 5 LHBs 7
HepG24HHE N I B L. S S yiiE Jr it — B UE 92 Glt25D2 5 LHBs [AH EAEA « SR A S 98 i
PCRWestern blot /7% /3 HrmRNAFH & A FRIA /K. BAHELISAJ VAR IR FiELHBs/K o 515
g EPCRITVEN HEHBY WiifE4iE . ELISAT7 A HiEHBY LHBs/K 1>, Western blot77 7245l
4 P LHBsE 477 i . Cobas Amplicor HBV Monitor Test /7 ks Ml 40 i 35 HBYV DNA & . 455
Gl25D2 5 LHBSYEARSMA EAEH, FiIGI2SD2m R IA (L #EHBYV DNAKE #IFMILHBs#IA, Gl25D21
FIENHHBY DNAK HIALHBs #ik . 4518 Glt25D25 Z AU [ 2 A 85 11 K 8R40 WA A o6 .
[S5218 1 GLT25D2; WM R H; LBRT 900 35 BEEAL 121

Glt25D2, an O-glycosyltransferase is related with the secretion of hepatitis B virus surface large protein
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[ Abstract] Objective Our previous study demonstrated that G1t25D2 interacts with HBV LHBs

in vitro. In this study, we aim to prove if GIt25D2, an O-glycosyltransferase, is related with the secretion of

hepatitis B virus surface large protein (LHBs). Methods Confocal microscopy was used to determine the co-
location between G1t25D2 and LHBs in HepG2 cells. The interaction between GIt25D2 and LHBs in vitro

was examined by the method of co-immunoprecipitation. Quantitative real-time PCR and Western blot were

undertaken to evaluate the levels of mRNA and protein. The levels of LHBs in the supernatant were measured
with ELISA kits and HBV DNA was quantified with the Cobas Amplicor HBV Monitor Test. Results Our
data demonstrated that GIt25D2 interactes with LHBs in vitro, up-regulated G1t25D2 expression could
increase HBV DNA and LHBs levels in HepG2.2.15, down-regulated Glt25D2 expression decreased HBV
DNA and LHBs levels. Conclusions Our results suggest that GI1t25D2 is related with HBV LHBs secretion.
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pcDNAG6.2-Gl1t25D2 shRNA-1F
pcDNA6.2-Gl1t25D2 shRNA-1R
pcDNA6.2-Glt25D2 shRNA-2F
pcDNA6.2-GlIt25D2 shRNA-2R
pcDNAG6.2-Gl1t25D2 shRNA-3F
pcDNA6.2-Gl1t25D2 shRNA-3R
pcDNAG6.2-Gl1t25D2 shRNA-4F
pcDNA6.2-Glt25D2 shRNA-4R
pcDNAG6.2-negative-F
pcDNAG6.2-negative -R

tgctgtataaatcagttcccagtecagttttggecactgactgactggactggactgatttata
cctgtataaatcagtccagtccagtcagtcagtggecaaaactggactgggaactgatttatac
tgctgatgactggcagaaactcatecgttttggecactgactgacggatgagtetgecagtcat
cctgatgactggcagactcatccgtcagtcagtggccaaaacggatgagtttctgecagteate
tgctgatcccttgaaggeacagtgtegttttggccactgactgacgacactgtcttcaagggat
cctgatcecttgaagacagtgtegtcagtcagtggccaaaacgacactgtgecttcaagggate
tgctgatcagtggetgeccagatggegttttggecactgactgacgecatetgeagecactgat
cctgatcagtggetgcagatggegtcagtcagtggecaaaacgecatctgggeagecactgate
tgctgaaatgtactgegegtggagacgttttggecactgactgacgtctccacgeagtacattt
cctgaaatgtactgcgtggagacgtcagtcagtggccaaaacgtctccacgegceagtacattte
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