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[ Abstact] Objective Two commercially available MALDI-TOF MS systems, Bruker MS (Bruker
Daltonics, Bremen, Germany) and Vitek-MS (bioMérieux, Marcy-1’Etoile, France) were compared for the
identification of clinically relevant bacteria. Methods A selection of 238 clinical isolates tested in this study,
representing 40 different genus and 81 different species, were isolated between January 2011 and June 2013
from General Hospital of Shenyang Military Area Command and grouped into common group (149 cases) and
infrequent group (89 cases) isolates according to their relative frequency of yearly occurrence in our routine
laboratory identification. All isolates were analyzed in parallel by two MALDI-TOF-MS systems, which
was compared with the identification by traditional biochemical test system (compact Vitek2, bioMérieux).
Discordant results among the three systems were resolved with 16 S rDNA gene sequencing. Results For
the 238 isolates, correct genus identification was achieved for 95% of isolates by Bruker Biotype and for
90% by Vitek-MS, correct species identification were provided for 91% and 87%, respectively, absence of
identification occurred in 11 and 21 isolates, respectively. For the 149 common isolates, Bruker Biotyper
achieved a correct genus and species identification for 98% and 96%, respectively, Vitek-MS generated
a correct genus and species identification for 97% and 95% isolates, respectively. For the 89 infrequent
isolates, Bruker Biotyper and Vitek-MS generated accurate genus level identification for 90% and 79%
isolates, respectively, accurate species level identification for 83% and 73% isolates, respectively, and absent
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identification for 8 and 16 isolates, respectively. Conclusions

Bruker Biotyper system performed slightly

better than Vitek-MS for genus level identification of these isolates. There was no significant difference

between the two systems for species level identification. However, the Bruker Biotyper outperformed the

Vitek-MS for genue level identification on these infrequent isolates. The databases of both systems need to be

further optimized.
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