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HLA-DRBI1*1301 5 HBV (¥ A 5.

(#8171 HBV & 4, 28, 184 WEFIZ T HLA-DRBI: 25{iJEH

The correlation between HLA-DRB polymorphism and HBYV infection X/NG Wenbin, GUO Xiaonan, XU
Huining. The Department of Infectious Diseases, The Sixth People's Hospital of Dalian, Dalian 116031, China
Corresponding author: XING Wenbin, Email: xingwb123@126.com

[ Abstract] Objective To analyze the HBV infection status and their HLA-DRB polymorphism
among male patients with chronic hepatitis B, meanwhile their spouses and children were collected, to
identify the correlation between HLA-DRB and HBV. Methods The serum markers of hepatitis B were
tested by ELISA, different HLA-DRB1 allelic fragments in the patients with HBV and their spouses and
children were amplified by amplification, and the gene fragments were separated by agar gel electrophoresis,
UV transmittance reflectance analyzer determine the type of HLA-DRBI1. Results The patients with
chronic hepatitis B and HBV carriers carrying HLA-DRB1*0201, 0301 genes were significantly higher than
those of healthy control group. The frequency of HLA-DRB1*¥1301 allele in healthy control group were
higher than those in HBV patients and carriers. There was no significant difference between the recovery
group and healthy control group with HLA-DRB1*0201, 0301, 0701 and 1301 alleles. The frequency of
HLA-DRB1%0201, 0301, 0701 and 1301 alleles between the patients with chronic hepatitis B and HBV
carriers were no significant difference. The frequency of HLA-DRB1*0201, 0301 and 0701 alleles in the
hepatitis group was higher, and HLA-DRB1*1301 allele in recovery group was higher. Conclusions HLA-
DRBI1*0701, 0301 and 0201 alleles were related to HBV chronic infection, and HLA-DRB1*1301 allele was
related to the clearance of HBV.
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0201 ACGGAATGTGAAGGCCCAG GAGCCACTCCACGCACCG

0301 ACGTTT CTT GGA GTA CTC TAC CCGCTGCACTGTGAAGCTCT

0701 CCTGTGGCAGGGTAAGTATA CCCGTAGTTGTGTCTGCACAC
1301 GCGAATTCTACTTCCATAACCAGGAGGA GCGAATTCCCCGCTCGTCTTCCAG
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