Fp S R IR Y55 A AR (L AR) 2015456 H #5945 4531 Chin J Exp Clin Infect Dis (Electronic Edition), June 2015, Vol. 9, No. 3

]

SRAS BEHE S =15 0 R A I S PORAE B L
YOI oy R Eﬁfﬁﬁ’ﬁﬁm

AMF REAR BELR RER REER NFEFR S

]

£

[(FHE] Boy @ridb s R SR N-m 0 R i th2e (PCR-HRMD 438453k, 45ty
DNAMT 51k, W PCR-HRM 4 Y J5 i FNE % 4 Bk 0 — 3500k, PP v B0 R Y. T 1
FriE WASESI2ARV TR, Se AR SR M5 2 00 BT 20 L, ARJE LB, gyrBAlycfQ 344
P H 3L, HIPCR-HRME A HEAT 40 8, d5 5l i 7 48 1 3R 34N H I 36 PR IF 00 A5 4 45 24 11
Sbrdl,  LLIR NG % 53 B4 R FIPCR-HRMEL AR 40 LA — SR FIEHIZE, S b R 7 1A — 30 T g
SRR, £ER KB2BEFTIYD TR, 3 25 2 TR I theAN i 28, PCR-HRM 2R B AR 73 H 5A i £
R, M3 2% 5 AL R FIPCR-HRM 23 BURER (1 — B0 1y 84.4%;  LAIT 45 A 0 G bndl, 035 2% 40 A4
KIIER 53 B2 Ny 84.4%, PCR-HRMELA I IR 2 T2 496.9%,  WFh 7 id L 22 e M L4811 2% 78 XL
(P=0.156) , {HIEAWFFLPCR-HRME AR AT /- B IEf 2, 2518 PCR-HRMZM A5k B
fRiee, Puad, R s RIERR LS, SAEGE RIS 2% 0 R 5 i AT AT — 8ok, R ST b
B EMFR 2 J5, PCR-HRMHE ALY |1 43 2 v BAT WA (0 B A

[R5 RBAMEE RN morPedimiid; Wi, o8

Clinical value of polymerase chain reaction high-resolution melting-curve technique in frequent
Salmonella typing Sheng Xiangyu', Zhang Zhijie’, Xue Wencheng', Zhou Lianqging', Liang Xueni’,
Liu Mengmeng', Meng Dongya'. 'Department of Clinical Laboratory, The General Hospital of Shenyang
Military Region, Shenyang 110016, China; Department of Clinical Laboratory, Shengjing Hospital of China
Medical University, Shenyang 110004, China
Corresponding author: Meng Dongya, Email: mengdongya@hotmail.com
[ Abstract] Objective To establish a polymerase chain reaction-high resolution melting curve

(PCR-HRM) typing method for Salmonella, and to compare the consistency of PCR-HRM typing method
and serological typing method combined with DNA sequencing method, then evaluate the clinical applying
value of the method. Methods Total of 32 cases of Salmonella, typed by traditional serotyping method
firstly, then selected fljB, gyrB and ycfQ as the target genes and typed by PCR-HRM technique, the three
target genes were finally amplified and sequenced as gold standard. The consistent rate and correct rate of
serotyping method and PCR-HRM technique were compared and the possible inconsistent causes of the
two methods were analyzed. Results For 32 cases of tested Salmonella, 6 serotypes were separated by
serotyping method and 5 curve types were separated by PCR-HRM typing method. The consistency of
serotyping method and PCR-HRM typing method was 84.4%. After compared with the sequencing results, the
correct typing rate of serotyping method and PCR-HRM typing method were 84.4% and 96.9%, respectively,
with no significant differences (P = 0.156), but PCR-HRM typing method had a higher typing accuracy in this
study. Conclusions The simple, fast, sensitive and exact PCR-HRM technique had good consistency with
traditional serotyping method in Sa/monella typing, after established standard operating procedures (SOP),
PCR-HRM technique had a good applying value in Salmonella typing.
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