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[ Abstract] Objective To investigate the prevalence and source of specimen of aminoglycoside
resistance gene on clinical isolated multidrug-resistant Acinetobacter baumannii, and to guide the clinical
infection control. Methods Identification of bacteria and susceptibility test were conducted on 15 stains of
multidrug-resistant Acinetobacter baumannii isolated from October 2013 to December 2013 in First People’
Hospital of Jining, and partial antimicrobial drug susceptibility were detected by the disk diffusion method.
Aminoglycoside resistance gene was detected by PCR and the positive gene was partly sequenced. Results
Among the 15 stains of multidrug-resistant Acinetobacter baumannii, ant(3")- [ gene showed 73.3% (11/15)
positive, aac(6')- [ gene with 66.7% (10/15) positive and armA gene with 93.3% (14/15) positive. There were
93.3% (14/15) of specimens distributed in ICU, while 6.7% (1/15) in neurosurgery ward. All specimens were
from sputum. Conclusions Antimicrobial resistance to aminoglycosides of multidrug-resistant Acinetobacter
baumannii isolated in the hospital was related to meanwhile carrying multiple aminoglycoside resistance
gene. Nosocomial infection caused by multidrug-resistant Acinetobacter baumannii in ICU should be
vigorously controlled and prevented.
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