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[ Abstract] Objective To compare the genomics between pathogenic strains and vaccines of
Brucella, and to find the genes which might associated with pathogenesis or the characteristic genes between
different species of Brucella. Methods The full genomics of pathogenic Brucella, and the live attenuated
vaccines strains M5, S2, S19 and 104M were screened by DNA microarray. Results Total of 263 genes were
discovered in the pathogenic strains but not in all vaccine strains. The fragment BMEII0827-BMEII0849
was detected in B. melitensis and B. suis but not in B. bovis. In B. suis, one fragment BMEI1684-BMEI1702
founded in B. melitensis and B. bovis was deleted. Conclusions Through the comparative genomic analysis
by DNA microarray, the characteristic genes were discovered between different strains of Brucella to provided
the new targets for the pathogenic study.
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