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[ Abstract] Patients with chronic hepatitis B (CHB) could be successfully treated using nucleos(t)ide
analogues (NAs), but drug resistance mutations of hepatitis B virus (HBV) frequently arise which seriously
affect the clinical efficacy. RtA181 mutation is a cross-resistant mutance, which affects viral replication and

the secretion of HBsAg, it could also increase the risk of hepatoma occurrence. This article reviewed the

above points.
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