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[ Abstract] Objective To investigate the major resistance gene product carbapenemases
Enterobacteriaceae in Wuhan, and to analyze the mechanism of resistance to carbapenem-resistant
preliminary. Method Caries NP test was used to confirm the resistant phenotype of 88 strains of carbapenem-
resistant antimicrobial agents Enterobacteriaceae. The KPC, NDM, VIM, IMP and OXA-48 carbapenemase
resistance genes were detected by PCR and then sequenced. Results Total of 88 clinical isolates of cefazolin
and ampicillin resistance rates were all 100.0%, while to piperacillin, ampicillin/sulbactam, amoxicillin/
clavulanate, piperacillin/tazobactam, ceftazidime, cefotaxime, cefepime and imipenem were more than 90.0%.
Carba NP test positive strains of 76 strains (86.4%), among which, 11 strains were weakly positive. Twenty-
four strains of NDM-1 resistant gene were detected, 24 strains were resistant to KPC-2 carbapenemase, 14
strains were detected including IMP-1 resistance gene, 9 strains were detected including VIM-1 resistance
gene, OXA-48 resistant gene was not detected. Four strains of Klebsiella pneumoniae combined with KPC
and NDM genes, two strains of Enterobacter cloacae combined with NDM and VIM genes. Conclusions
In Wuhan, Enterobacteriaceae carbapenem resistance mechanisms to antimicrobial agents mainly carrying
NDM-1 and KPC-2 type carbapenem enzyme gene.
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