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[ Abstract] Objectives To investigate the relationship between the multi-locus sequence typing (MLST)

and the antimicrobial resistance of uropathogenic Escherichia coli (UPEC). Methods UPEC strains were

isolated from patients in Putuo Hospital, Shanghai University of Traditional Chinese Medicine from March 2015

to December 2016. The strains were classified by MLST. The susceptibility to 17 kinds of common antimicrobial
drugs and ESBLs identification of the UPEC were determined by Vitek-2 Compact. Results Among the 93
UPEC strains, the resistance rates to imipenem were 0%; which were 1.1%-3.2% to ertapenem, amikacin,

piperacillin-tazobactam, still with high susceptibility. The resistance rates to ceftazidime, cefepime, ammonia

QuNa, gentamicin, tobramycin were all < 50%, which displayed moderate susceptibility. The resistance rates

to ceftriaxone, ciprofloxacin, levofloxacin and compound SMZ were all > 50%, which showed high resistance.
Among the 93 UPEC strains, 59 (63.4%) strains produced ESBLs, 34 (36.6%) strains didn’t produce ESBLs.
There were 33 known and 1 unknown sequence types (STs) detected from the isolated strains. The most frequent
sequence types were ST131 (23/93, 24.7%), ST648 (9/93, 9.7%), ST405 (7/93, 7.5%) and ST1193 (7/93, 7.5%).
Conclusions UPEC showed multi-drug resistance, and the MLST classification indicates that the UPEC strain
was diverse, and ESBLs had a certain correlation with UPEC antibacterial drug resistance, and ST type had no

correlation with drug resistance spectrum.
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