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[ Abstract] Klebsiella pneumoniae (KP) is a common hospital-acquired and community-acquired pathogen.
In recent years, patients with liver abscess caused by KP and accompanying extrahepatic infection have gradually
increased, and causing widespread concern. The pathogen, which caused liver abscess, and characterized by
high virulance and high mucinous, is easy to cause infection among healthy individual. Therefore, it is defined as
hypervirulent Klebsiella pneumoniae (hvKP). Compared with classic Klebsiella pneumoniae (cKP), the clinical
characteristics of hvKP infection, sensitivity to antibiotics, and molecular biological characteristics are significantly
different. It will be a fine way to understand the pathogenic mechanism of the bacteria by studying the virulence
gene of hvKP, which may help to early diagnose and medical treatment of the infection caused by the bacteria, and

will effectively improve the prognosis of patients with hvKP infection.
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