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[ Abstract] Objective To explore the clinical application value of metagenomics next-
generation sequencing (mNGS) in assisting the diagnosis of invasive fungal diseases, and to provide
pathogenic evidence for the clinical diagnosis and treatment of mucormycosis. Methods The alveolar
lavage fluid of a patient with unexplained lung infection was detected by mNGS to determine the
pathogen, and the treatment plan was adjusted according to the mNGS test report. Results The
patient had intermittent chest pain and cough for longer than 5 months. The chest CT showed multiple
shadows and cavities in both lungs. There was no abnormality in routine laboratory and pathogenic
examinations, and no significant improvement was found after various anti-infection treatments. The
mNGS of alveolar lavage fluid submitted for examination revealed that the pathogen was Lichtheimia
ramose. After switching to amphotericin B for anti-infection treatment, the patient’s infected lesions
shrank and the symptoms relieved significantly. Conclusions mNGS is an important auxiliary
diagnostic method to identify rare pathogens, which is of great significance to assist the diagnosis of
lung invasive mycosis.
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