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nervous system (CNS) infection, and to investigate the pathogetic spectrum. Methods AIDS patients
complicated with CNS infection in Zhongnan Hospital of Wuhan University from January 2021 to August
2022 were analyzed, including the clinical characteristics and pathogen information detected by mNGS
and routine etiological examination. The pathogens detected by routine etiological examination and mNGS
were compared, and the consistency with clinical diagnosis was evaluated. Results Among the 61 patients
with CNS infection, 60 patients (98.4%, 60/61) were identified by mNGS combined with routine etiological
examination, which was significantly higher than that of routine etiological examination alone (49.2%, 30/61)
and that of mNGS alone (83.6%, 51/61), with significant differences (y* = 38.125, P < 0.001; y* = 8.093,
P =0.004). The positive rate of mNGS 83.6% (51/61) was significantly higher than that of routine etiological
examination [49.2% (30/61)], with significant difference (y*= 16.201, P < 0.001). The detection rate of two or
more pathogens by mNGS was 41.0% (25/61), which was significantly higher than that by routine etiological
examination (9.8%, 6/61), with significant difference (y°= 15.612, P < 0.001). For the detection rate of
cryptococcal meningitis, conventional detection method [14.8% (9/61)] was in good agreement with mNGS
[13.1% (8/61)], and the consistency with clinical diagnosis were 90% (9/10) and 80% (8/10), respectively.
At least one virus was detected in 43 (70.5%) patients, of which 24 (39.3%) cases detected human
herpesvirus 4 (EBV), 15 (24.6%) cases detected human herpesvirus 5 (CMV), and 8 (13.1%) cases detected
JC polyomavirus. Total of 18 strains of fungi were detected in 14 (23.0%) patients, including 8 strains of
Cryptococcus neoformans, 4 strains of Aspergillus, 3 strains of Candida parapsilosis, 1 strain of Talaromyces
marneffei, 1 strain of Pneumocystosis jirovecii and 1 strain of Dosporium apiospermum. There were 8 (13.1%)
atypical pathogens detected, including 3 strains of Toxoplasma gondii, 3 strain of Treponema pallidum,
1 strain of Legionella and 1 strain of Rickettsia felis. Tuberculosis and non-tuberculous mycobacterium were
detected in 2 (6.6%) cases respectively. Total of 3 cases died, the mortality rate was 4.9% (3/61). Conclusions
Mixed infections are common in advanced AIDS patients complicated with CNS infection, and the pathogetic
spectrum includes virus, fungi, bacterial and atypical pathogens. mNGS combined with routine etiological
examination could significantly improve the rapid pathogen detection rate of intracranial infections and the
survival rate of patients.

[Key words] Metagenomic next-generation sequencing; Acquired immune deficiency syndrome;
Human immunodeficiency virus; Etiological examination; Central nervous systerm infection; Pathogetic
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E: CMV: EZifupidE; HSV: S4B i, CSF: i,
HME I CDA™T kLT BOE R VG . 345 ~ 2350 A /ul, MrE A 1%
YHNEOE VG 0~ 8 AN /ul, &% IEH (H T F: 2.5 ~ 4.5 mmol/L,
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5 1 (L6 0 (0.0) 1 (1.6)
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P <0001 , W4,

6 1451 55 3 v JIU73 SRS WU A mIN G S A 35 [ 44
2601 (42.6%) , BIFHETH] (11.5%) , F R
DURH P T mNGSAIBH 2561 (41.0%. 25/61)

VE: SRASIFEAR R T RS
B1  mNGS-5H I R



rhAHESIIG FTING PRI GS% 4% 25 (R TR 20234E2 F 45174 45 13] Chin J Exp Clin Infect Dis (Electronic Edition), February 2023, Vol.17, No.1 « 29 .

A4 HRURE AT mNGS G5 G R R A R B (%) ]

98 SR AL LI TR SR A mNGS izt Rl
978 SR A ke HH 2R 61 30 (49.2) 51 (83.6) 60 (98.4)
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0.001, 5 HUFEJE A vs. mNGS BES H HUP FR HH J77: ¥ =21.195. P < 0.001, mNGS vs. mNGS B4 5 U5 A 7 = 0.532. P =0.466
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