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[ Abstract] Objective To investigate the genotypes of hepatitis B virus
(HBV) and the relationship between genotypes and liver diseases in patients with
chronic hepatitis B ( CHB) from minority and Han people in Huaihua city of Hunan
province. Methods S region sequencing was employed to detect HBV genotypes in
111 CHB cases in Huaihua city of Hunan province. The data of epidemiology, case
composition, serum HBV DNA level, HBeAg positive rate and liver function were ana-
lyzed, respectively. Results Genotype B and C were detected in 111 CHB cases in
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this area. Ninety cases(81.08% ) were genotype B, 19 cases (17.12% ) were geno-
type C and 2 cases (1.80% ) couldn’t be genotyped. Among 33 cases of minority
people, 31 cases (93.93% ) were genotype B and 2 caese (6.07% ) were genotype
C. Among 76 cases of Han people, 59 cases (77.63% ) were genotype B and 17
caese (22.37% ) were genotype C. The constituent ratio of hepatic cirrhosis and hep-
atocellular carcinoma, serum HBV DNA level, HBeAg positive rate and serum globu-
lin level in patients with genotype C HBYV infection were all higher than those in pa-
tients with genotype B. And serum albumin level in patients with genotype C HBV in-
fection was lower than that in patients with genotype B. Conclusions Genotype B is
the major HBV genotype in this area. The composition of HBV genotypes in minority
people is significantly different from that in Han people. HBeAg seroconversion rate is
lower and liver disease progression is worse in patients with genotype C.
[ Key words] Chronic hepatitis B; HBV genotype; Minority people
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2. HBV DNA #:: 3% Fi#EE Roche Lightcycler T BISZR} 575 2 & PCR 4%, 3%
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3. HBV DNA #5¢: RF#8E QIAGEN £ FR/A 7] QlAamp DNA Blood Minikit
HAE

4.5]%:S ZEF[¥: HBVI1 5’ -GGGTCACCATATTCTTGGGAACAAGAKC-
TAC-3’ ; HBMF1: 5’ -YCCTGCTGGTGGCTCCAGTT-3’ ; HBV22 5’ -CAATWCKYT-
GACANACTTTCCAATCARTWGG-3’ (nt 55 ~nt 1008) . FrAS|YH BB LEY
TREZEARRGARAE SR

5. S EK &K PCR §"#: 45 1 # PCR: R AR 25 pl, He PCR Ak 1 pl, 10
x PCR Buffer ( Mg plus)2.5 pl, dNTP Mixture 2.5 pl, TaKaRa Taq TM E§ 0.5 pl,
4b514% HBV11.HBV22 -1 pl, TEXGE /K (ddH,0016.5 pl. &4 Wi
94°C 2 min,94°C 15 s 544 ,60°C 45 s Bk ,72°C 45 s T, P25 MER )G 72°C
FEK 5 min. 5 2 # PCR: R MK R 50 pl, HHEE—% PCR =¥ 1 pl,10 x PCR
Buffer ( Mg plus)5 pl, ANTP Mixture 4 pl, TaKaRa Taq TM B 0. 5 pl, A 5| %)
HBMF1.HBV22 &1 pl,ddH,0 37.5 pl. FHEEHREZE 30 )~ KREMFHS55E 1
#HF . PCR =2 0. 7% SRS 585 L 3k KM - 10 x PCR Buffer( Mg plus)
dNTP Mixture } TaKaRa TaqTM E§¥J H TaKaRa /A ®], PCR Ak TaKaRa /A %] PCR
Thermal cycler 4, PCR =4l /¥ i B RRAEYRARARAF -

6. HBV ZL(X /3 #43#r - DASE B B 5 PAE DS Be B A ) T2 .0 (NCBDD %
TR T 54 B ( GenBank) H R R B AN EE 27 ) HBV 2B R F3/EAS R
J#5, ¥ ] DNAStar #%{4 MegAling Jotum Hein Method HL#:0H7- #nifE: S HEF
F R PR =96% -
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WK B FORR X AL, HERRLL % +s 25 RA Ut K%

% R

— IR A LT 111 B84 2 BRI R B3 HBV B 435 K 4370

ZHIX HBV EFAKME] B £ K C 2, Hrd B £ 90 #(81.08% ), C 4 19 4
(17.12% 5,2 (1. 80% > Tk 2, TTHABH AR LR G E . DRRRH SR
Mg ZRFREH B.C BERMHEX R 1. DBERBRE S 27 fHERRE
# HBV Z:X A B £ 25 4, C 2 2 4.6 5 A% HBV ZERAIK, B A,

F1 PBRERKRHASTURA R TR B H HBV EF B AERL A% O ]
B & (oFi}
BRI SL 31(93.93%) 2(6.07%)
B4l 59(77.63% ) 17(22.37% )

H:x? =4.25; 0.01 <P <0.05

— KA HBV ZF &) HBV DNA £ E KT REKE i
C ZLF I 4H ) HBV DNA 7K Clog,fB) H6.54 1. 18, B F B EE A4
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5.71 +1.83; H HBeAg PHH:# 57.89% , 5T B #:[F AU HBeAg FH 4% 33.33% ,
R HBRE K FET B BEAH, HEH K ALT KPHET B BHEAL W7 BF
ZR(P<0.01)(FE2).

= 7~[A] HBV ZE[E &Y il PR 53 B L3

C B[R 2 8 3% R AL B AR BT o5 bL ) 53 31 R 57.59% K 10.53% & T B &
PR 76l i 3% e PR 4 % P98 T o B8 33.33% % 3.33% . T 4 B PR 7 A 3 148 1
LBFR JFELE BN ARE NS T ZREA BESRITFEER(P<0.05)

(F£3),
%2 HBV HEFZEES HBV DNA % .HBeAg K FIhaEAHG LB (% £5)
L HBV DNA(logy, ) HBeAg FAHEL B3 % O ] ALT(U/L) HEH(g/L) REH (/L)
BE 5.71+1.83 30(33.33%) 253.61 +308.44 34.12 £5.65 32.78 £6.74
(oF i} 6.54+1.18* 11(57.89% ) * 180.18 +137.54* 31.45 £6.45* 36.52£7.15*
H:*P<0.01
#3 HBV EREI5IERSEIMERHE

I PR A 2 B & CHm
Bz BT & 57(63.34% ) 6(31.58%) *
FFREAL 30(33.33%) 11(57.59% ) *

JHE 3(3.33%)> 2(10.53% > *

w:*P<0.05
i #®

241k, B RBLA HBV ZE A4k A ~ H 3t 8 B, H 3 43 17 A B # R 4F
Ao REUB.CHEHEYE N, BHAERBHEMILEWNE, C BB &
b HBV W4T AR 2 B A A - I S i MR b e X 185 4
18t 2 RUFF R A& HBV ZE AL B B8 &, MiAME iAo PP R IX , DMRE K&
HERENOBEREAODOSERAON33%, A\OBKESHILtBXE —EXR.
AR DGR B iz i X A8 i 2 B R B HBV R BUFE7E B Y K C BY, o HAth
BB KR AR A 2 BITURRHITE SR, % Bk PCR SR ABEE TR &
WP, B B SEE, & SRR A ) 82.57% , Hrp /DB RIkA 18 M Z BT %
BERE B EEA LB EBERAR 93.93% , 1% B ZHEE & DURMRA R
77.63% A HBEABZEZER(P<0.05) . 7EABEEH Friiid 6 4] %
Bk HBV R ERIYSH B A, 327 22 T3V ra b X A0 - i D B R G 2 BUfF
R B HBV RE AL B BN FRIFM, (HEEHESRRWAR R, STUEA O
B R H 23 %59 (E7E A A ZERBERA O PERN B FRFBTEZE Tk
FER T, SBHERRTEPHA T E C BERA.

HBV W3 KRG 28 2 B R BRI E E, PUAZEE o T HBV By
HegEm 25, £ HBV EH/KEEAESERNTERXREY . AR R C
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FE A F HBV DNA 7K (log,fH) R 6.54 +1.18, BT B HEAK 5.71 +1. 83,
EE2Z2F(P<0.01),C REEA K HBeAg FHIE:Z 57.89% , B F B R E A i
HBeAg FHPE 33.33% , INE BEEF (P <0.01), 5 Kobayashi 2 Ri& 1 C 3
[ # HBeAg FHIE R B H T B EFE A —3(, /75 C ZEERAKRHEHIGE /52T B
FFAY, H HBeAg I E##HRMLTF B HE A . Mi7E HBeAg B H: % B, Grandj-
acques Z5'* R 3RK C A HBV §j-C K/#4 C ZREBHFERRAEBGFBE
A, ARG FRE DNA EHKFHEE FTIELERHK WS E C HEA
HBV DNA /K& F B RHER, BRA IR T EmHI#E R

APFFEXT LT 181 HBV e B.C EFRA SIGRFRSBMLER, R C
FER B AL E S LAET B EER, fEEFER. CERERMRES
FFREAL B 9% e, 878 HBV R4 R 5 ERA £, Lindh £ R KT
HBV B Z3 HBV CP A R L RAKE C &, CP A4F R Bt B IF i & Htn
5 A5 ME B W AR S AR FF 4 4 1h, S B L R IFE S ™ E % 7E B.C
EAM SRR LA kPR ZH C REAREREA/KES T B EZHA,
HEBAK ALT KT B EER, FREER. REAXNABSMAE A HREK
BEEENE SR ITIE, 76 P 1L B & M i A1 v i R B e 8.
5k C EEABERFE P AR EILFAER C ZE A HBV B B ZEH
BB RBREFR. AR B EEM ALT A EEEESF CEFER, ZEEB
FLRRRGY ) 2B R BB 3E HBeAg IMTEFHHREE , PLAXT HBV )52 32 &
& BET 4z T 40T HBV )40 M G2 N A& > DA 20 44 it F it 40 0 i 375
ALT #EAE L.

HBV 2 H 435 HBV §53 # & # W ME A R IUR BRI MR N A
x, BEE ST YRR, BRSPS SRR B2k 1697 F30E Ak
EEBRBEERMIEN . FEANMRIT DB EEX, T#% HBV EES MmN
oY 2 R B 55 11 PR P O A e X 3t — 25 B HBV EE B Ai%e i RIS %
X FR BT VE 2Tk ERIEHEEM
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