RS I PRIk () 2010 4E 2 1 454 35 %5 1 3] Chin J Exp Clin Infect Dis (Flectronic Version), February 2010, Vol 4, No. 1 - 11 -

- LA 2

N T 9 0 0 8 F B UG R I 2
PR ) R I 20 D E Ao

FTEE KT HFTR RE Wk

[(FZE] B8 W5 HOV Bo & A R UB0E B A 2 (TAHCCP2 ) 78 40 i N
AR MR YR A L, Tk A HBeAg TP &[N B &% (050 H
FIR UKL pEGFP-C1-TAHCCP2 ¥ 5 HepG2 4fifif,24 h J5 56 Wi Be F WZE I
EHTAIMEN . SR I A TAHCCP2 A 1) 4% 0 5O H 3R I8 i
KL pEGFP-C1-TAHCCP2 , AR H 2 L T4 Mi A% . 45iE  TAHCCP2 JE[H ]
ik TAHCCP2 5 H HE N T4

[ReiE]  WNETFRMEE; TAHCCP2

Subcellular location of production of gene 2 transactivated by HCV core protein
WANG Jian-jun, ZHAO Ping, JIN Xue-yuan, CHENG Jun, QING Song, The 302
Hospital of PLA, Beijing 100039, China
Corresponding author; WANG Jian-jun, Email ;. awjja@ 126. com

[ Abstract] Objective To study the subcellular location of gene 2 transacti-
vated by HCV core protein ( TAHCCP2 ). Methods Green fluorescent protein
( GFP) expression vector pEGFP-TAHCCP2 was established and transfected into
HepG2 cells and the subcellular location of the proteins expressed by TAHCCP2 were
analyzed through green fluorescent microscopy after 24 hours. Results The pEGFP-
TAHCCP2 vector was successfully cloned, TAHCCP2 protein was expressed in cells
and subcellularly located in nuclei. Conclusions TAHCCP2 gene can express TAH-
CCP2 protein which locates subcellularly in nuclei.
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